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gtcacgtcag 


gcggacttgg 


aacgatggga 


ttcggtcttc 


cggcggcgat 


cggcgcacag 


1320 




ctggccgaaa 


aagatgctac 


tgttgtcgcg 


gttgtcggag 


acggcggatt 


ccaaatgacg 


1380 




cttcaagaac 


tcgatgttat 


tcgcgaatta 


aatcttccgg 


tcaaggtagt 


gattttaaat 


1440 




aacgcttgtc 


tcggaatggt 


cagacagtgg 


caggaaattt 


tctatgaaga 


acgttattca 


1500 




gaatctaaat 


tcgcttctca 


gcctgacttc 


gtcaaattgt 


ccgaagcata 


cggcattaaa 


1560 




ggcatcagaa 


tttcatcaga 


agcggaagca 


aaggaaaagc 


tggaagaggc 


attaacatca 


1620 




agagaacctg 


ttgtcattga 


cgtgcgggtt 


gccagcgaag 


aaaaagtatt 


cccgatggtg 


1680 




gctccgggga 


aagggctgca 


tgaaatggtg 


ggggtgaaac 


cttgaaaaga 


attatcacat 


1740 




tgactgtggt 


gaaccgctcc 


ggggtgttaa 


accggatcac 


cggtctattc 


acaaaaaggc 


1800 




attacaacat 


tgaaagcatt 


acagttggac 


acacagaaac 


agccggcgtt 


tccagaatca 


1860 




ccttcgtcgt 


tcatgttgaa 


ggtgaaaatg 


atgttgaaca 


gttaacgaaa 


cagctcaaca 


1920 




aacagattga 


tgtgctgaaa 


gtcacagaca 


tcacaaatca 


atcgattgtc 


cagagggagc 


1980 


ff a 


tggccttaat 


caaggttgtc 


tccgcacctt 


caacaagaac 


agagattaat 


ggaatcatag 


2040 


e 


aaccgtttag 


agcctctgtc 


gttgatgtca 


gcagagacag 


catcgttgtt 


caggtgacag 


2100 




gtgaatctaa 


caaaattgaa 


gcgcttattg 


agttattaaa 


accttatggc 


attaaagaaa 


2160 




tcgcgagaac 


aggtacaacg 


gcttttgcga 


ggggaaccag 


caaaaggcgt 


catccaataa 


2220 


o 


aacaatatct 


attgtataaa 


acataacaag 


ggagagattg 


aaatggtaaa 


agtatattat 


2280 




aacggtgata 


tcaaagagaa 


cgtattggct 


ggaaaaacag 


tagcggttat 


cgggtacggt 


2340 




tcgcaaggcc 


acgcacatgc 


cctgaacctt 


aaagaaagcg 


gagtagacgt 


gatcgtcggt 


2400 




gttagacaag 


gaaaatcttt 


cactcaagcc 


caagaagacg 


gacataaagt 


attttcagta 


2460 




aaagaagcgg 


cagcccaagc 


cgaaatcatc 


atggttctgc 


ttccggatga 


gcagcagcaa 


2520 




aaagtatacg 


aagctgaaat 


caaagatgaa 


ttgacagcag 


gaaaatcatt 


agtattcgct 


2580 



catggattta acgtgcattt ccatcaaatt gttcctccgg cggatgtaga tgtattctta 2640 



gtggccccta 


aaggcccggg 


acacttggta 


agaagaacat 


atgagcaagg 


agctggcgta 


2700 


cctgcattgt 


tcgcaatcta 


tcaagatgtg 


actggagaag 


caagagacaa 


agccctcgct 


2760 


tatgctaaag 


gaatcggcgg 


cgcaagagcg 


ggcgtattag 


aaacgacatt 


taaagaagaa 


2820 


acagaaacag 


atttgttcgg 


tgagcaagca 


gttctttgcg 


gcggattaag 


cgcgcttgtc 


2880 


aaagccggat 


ttgaaacctt 


aactgaagca 


ggttatcagc 


ctgaacttgc 


atacttcgag 


2940 


tgtcttcatg 


agctgaaatt 


aatcgtagac 


cttatgtacg 


aagaaggact 


tgcaggaatg 


3000 


agatattcaa 


tctctgacac 


agcacagtgg 


ggagatttcg 


tatcaggccc 


tcgcgttgtg 


3060 


gacgccaaag 


taaaagaatc 


tatgaaagaa 


gtattaaaag 


atatccaaaa 


cggtacattc 


3120 



BGI-141CP 



-53 - 



gcaaaagagt ggatcgtcga aaaccaagta aaccgtcctc gtttcaacgc tatcaatgca 3180 
agcgagaacg aacatcaaat cgaagtagtg ggaagaaagc ttcgtgaaat gatgccgttt 3240 
gtgaaacaag gcaagaagaa ggaagcggtg gtctccgttg cgcaaaatta a 3291 



<210> 59 
<211> 2363 
<212> DNA 

<213> Bacillus subtilis 

<220> 
<221> CDS 

<222> (242) . . (1072) 

<220> 
<221> CDS 

<222> (1077) . . (1934) 

<220> 
<221> CDS 

<222> (1939) . . (2319) 
<400> 59 

ttggtacaag cccgttgatt ttggtatact tccattgggc agtatcgcct gcgaactgca 60 

cctattatta aaatagatag acattgcagc agtctgcctt gatccaaaaa aggactggga 120 

cagagggatg aaactcgccg aactttagaa agtgaagaat ccttctcgtt gtaacggaag 180 

gtttrttggc ttgcagaaga aaacggcaga tcatctcctc taaacatgag gaggagaaaa 240 

c atg aaa aca aaa ctg gat ttt eta aaa atg aag gag tct gaa gaa ccg 289 
Met Lys Thr Lys Leu Asp Phe Leu Lys Met Lys Glu Ser Glu Glu Pro 
15 10 15 

att gtc atg ctg acc get tat gat tat ccg gca get aaa ctt get gaa 337 
lie Val Met Leu Thr Ala Tyr Asp Tyr Pro Ala Ala Lys Leu Ala Glu 
20 25 30 

caa gcg gga gtt gac atg att tta gtc ggt gat tea ctt gga atg gtc 385 
Gin Ala Gly Val Asp Met lie Leu Val Gly Asp Ser Leu Gly Met Val 
35 40 45 

gtc etc ggc ctt gat tea act gtc ggt gtg aca gtt gcg gac atg ate 433 
Val Leu Gly Leu Asp Ser Thr Val Gly Val Thr Val Ala Asp Met lie 
50 55 60 

cat cat aca aaa gec gtt aaa agg ggt gcg ccg aat acc ttt att gtg 481 
His His Thr Lys Ala Val Lys Arg Gly Ala Pro Asn Thr Phe lie Val 
65 70 75 80 

aca gat atg ccg ttt atg tct tat cac ctg tct aag gaa gat acg ctg 529 
Thr Asp Met Pro Phe Met Ser Tyr His Leu Ser Lys Glu Asp Thr Leu 
85 90 95 

aaa aat gca gcg get ate gtt cag gaa age gga get gac gca ctg aag 577 
Lys Asn Ala Ala Ala lie Val Gin Glu Ser Gly Ala Asp Ala Leu Lys 
100 105 110 
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ctt gag ggc gga gaa ggc gtg ttt gaa tec att cgc gca ttg acg ctt 625 

Leu Glu Gly Gly Glu Gly Val Phe Glu Ser lie Arg Ala Leu Thr Leu 

115 120 125 

gga ggc att cca gta gtc agt cac tta ggt ttg aca ccg cag tea gtc 673 

Gly Gly lie Pro Val Val Ser His Leu Gly Leu Thr Pro Gin Ser Val 

130 135 140 

ggc gta ctg ggc ggc tat aaa gta cag ggc aaa gac gaa caa age gee 721 

Gly Val Leu Gly Gly Tyr Lys Val Gin Gly Lys Asp Glu Gin Ser Ala 

145 150 155 160 

aaa aaa tta ata gaa gac agt ata aaa tgc gaa gaa gca gga get atg 7 69 

Lys Lys Leu lie Glu Asp Ser lie Lys Cys Glu Glu Ala Gly Ala Met 
165 170 175 

atg ctt gtg ctg gaa tgt gtg ccg gca gaa etc aca gec aaa att gee 817 

Met Leu Val Leu Glu Cys Val Pro Ala Glu Leu Thr Ala Lys lie Ala 

180 185 190 

gag acg eta age ata ccg gtc att gga ate ggg get ggt gtg aaa gcg 865 

Glu Thr Leu Ser lie Pro Val lie Gly lie Gly Ala Gly Val Lys Ala 

195 200 205 

gac gga caa gtt etc gtt tat cat gat att ate ggc cac ggt gtt gag 913 

Asp Gly Gin Val Leu Val Tyr His Asp lie lie Gly His Gly Val Glu 

210 215 220 

aga aca cct aaa ttt gta aag caa tat acg cgc att gat gaa acc ate 961 

Arg Thr Pro Lys Phe Val Lys Gin Tyr Thr Arg lie Asp Glu Thr lie 

225 230 235 240 

gaa aca gca ate age gga tat gtt cag gat gta aga cat cgt get ttc 1009 

Glu Thr Ala lie Ser Gly Tyr Val Gin Asp Val Arg His Arg Ala Phe 
245 250 255 

cct gaa caa aag cat tec ttt caa atg aac cag aca gtg ctt gac ggc 1057 

Pro Glu Gin Lys His Ser Phe Gin Met Asn Gin Thr Val Leu Asp Gly 

260 265 270 

ttg tac ggg gga aaa taag atg aga cag att act gat att tea cag ctg 1106 
Leu Tyr Gly Gly Lys Met Arg Gin lie Thr Asp lie Ser Gin Leu 

275 280 285 

aaa gaa gee ata aaa caa tac cat tea gag ggc aag tea ate gga ttt 1154 

Lys Glu Ala He Lys Gin Tyr His Ser Glu Gly Lys Ser He Gly Phe 

290 295 300 

gtt ccg acg atg ggg ttt ctg cat gag ggg cat tta acc tta gca gac 1202 

Val Pro Thr Met Gly Phe Leu His Glu Gly His Leu Thr Leu Ala Asp 

305 310 315 

aaa gca aga caa gaa aac gac gec gtt att atg agt att ttt gtg aat 1250 

Lys Ala Arg Gin Glu Asn Asp Ala Val He Met Ser He Phe Val Asn 

320 325 330 335 

cct gca caa ttc ggc cct aat gaa gat ttt gaa gca tat ccg cgc gat 12 98 

Pro Ala Gin Phe Gly Pro Asn Glu Asp Phe Glu Ala Tyr Pro Arg Asp 
340 345 350 



